Key indicators: single-crystal X-ray study; T = 150 K; mean (C-C) = 0.004 Å; R factor = 0.040; wR factor = 0.099; data-to-parameter ratio = 17.9.
Related literature
For general background to the chemistry of quinazolinone derivatives, see: Liu (2008) ; Goto et al. (1993) ; Mohri (2001) . For hydrogen-bond motifs, see: Bernstein et al. (1995) . Triclinic, P1 a = 8.8392 (5) Å b = 11.2252 (7) Å c = 13.8817 (8) Å = 73.0392 (9) = 75.9620 (9) = 85.0936 (9) V = 1277.95 (13) Å 3 Z = 4 Mo K radiation = 3.21 mm À1 T = 150 (2) K 0.21 Â 0.12 Â 0.07 mm
Data collection
Bruker APEXII CCD diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 2003) T min = 0.552, T max = 0.806 13015 measured reflections 6129 independent reflections 4580 reflections with I > 2(I) R int = 0.035 Refinement R[F 2 > 2(F 2 )] = 0.040 wR(F 2 ) = 0.099 S = 1.02 6129 reflections 343 parameters H-atom parameters constrained Á max = 0.64 e Å À3 Á min = À0.70 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Data collection: APEX2 (Bruker, 2005); cell refinement: SAINT (Bruker, 2005); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: SHELXTL (Sheldrick, 2008); software used to prepare material for publication: SHELXTL.
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The asymmentric unit of the title compound ( Fig. 1 ) contains two crystallographically independent molecules, which are linked into a dimer by a pair of intermolecular N-H···O hydrogen bonds (Table 1) , generating a ring of graph set R 2 2 (8) (Bernstein et al., 1995) . Bond lengths and angles are within normal ranges. The dimers are further connected by O-H···O hydrogen bonding interactions to form chains running parallel to the a axis (Figures 2). The chains are stabilized by π-π stacking interactions involving adjacent 5-bromo-2-hydroxybenzene rings, with a centroid-centroid separation of 3.679 (8) Å, a perpendicular interplanar distance of 3.561 (8) Å and a centroid···centroid offset of 0.924 (6) Å.
Experimental
The title compound was synthesized by adding 5-bromo-2-hydroxybenzaldehyde (2 mmol, 402 mg) to a solution of 2aminobenzamide (2 mmol, 272 mg) and manganese acetate (0.02 mmol, 4.90 mg) in ethanol (20 ml). The mixture was refluxed with stirring for 5 h. The resultant yellow solution was filtered. Yellow single crystals of the title compound suitable for X-ray structure determination were recrystallized from a mixture of water/ethanol (2:1 v/v) by slow evaporation of the solvents at room temperature over several days.
Refinement
All H atoms atoms were placed in calculated positions and refined using the riding model approximation, with C-H = 0.95-1.0 Å, O-H = 0.85 Å, N-H = 0.89 Å and with U iso (H) = 1.2U eq (C). The isotropic thermal parameter of the hydrogen atoms bound to the N and O atoms was fixed at 0.04 Å 2 . Fig. 1 . The molecular structure of the title compound with displacement ellipsoids drawn at the 50% probability level. Hydrogen bonds are shown as dashed lines. 124.0 (2) C10B-C9B-C8B 122.6 (2) C14A-C9A-C8A 117.2 (2) C14B-C9B-C8B 118.6 (2) C11A-C10A-C9A 119.9 (3) C11B-C10B-C9B 120.2 (3) C11A-C10A-H10A 120.0 C11B-C10B-H10B 119.9 C9A-C10A-H10A 120.0 C9B-C10B-H10B 119.9 C12A-C11A-C10A 121.4 (3) C12B-C11B-C10B 121.2 (3) C12A-C11A-Br1A 119.1 (2) C12B-C11B-Br1B 120.0 (2) C10A-C11A-Br1A 119.4 (2) C10B-C11B-Br1B 118.7 (2) 
Figures
R[F 2 > 2σ(F 2 )] = 0.040 H-atom parameters constrained wR(F 2 ) = 0.099 w = 1/[σ 2 (F o 2 ) + (0.0415P) 2 + 0.6583P] where P = (F o 2 + 2F c 2 )/3 S = 1.03 (Δ/σ) max = 0.
